Exploration of HD -DoE methods to identify combinatorial
effects of anti -viral drugs
- SARS-CoV2 -

TRAILHEAD
BIOSYSTEMS INC

Project was done together with the ERINHA Node at KUL, Belgium
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HD-DoE applications by Trailhead Biosystems

Demonstration of proof -of-concept for Viral interference (COVID  -19)

1 Regenerative medicine 2 Virallinterferencece 3 Precision Medicine in Cancer

Development of f
cambinatorialformulationion
againstiISARS5-CoV2

Performance @b antnti-virall

screen(BSE44obotics) withith
KU-Leuvem CARS:-IT




Manufacturing and Shipping of HD -DOE y Our Robotics
ANTIVIRAL COMBINATION SCREEN

Plate Libraries made at Trailhead Biosystems (Apifiay, 2020)
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KU Leuven: Testing HD -DokE library in the
worl dsdo onl
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KU Leuven, Belgium: CAPS %IT system




